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MOUTH BODY . Oral-Systemic
onnection Connection

Periodontal Disease
The Surgeon General reports
that at least 80% of American

Adults have gum disease.
-AAOSH

People with gum disease are
2x as likely to die from Heart
Attack and 3x as likely to die

from stroke.
-Mayo Clinic

Poor oral hygiene can
increase the risk for
pneumonia & respiratory

infections.
~Journal of American Dental Association

Diabetes

Diabetes & bleeding
gums increases your risk
of premature death by
400-700%.

-American Acadermy for Systemic Health
Rheumatoid Arthritis

Research has found an
association between gum

disease and rheumatoid arthritis.
-Amevican Acadermy of Family Physicians
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Alms

Aim 1: Characterize and
compare the composition
and diversity of the oral

microbiome in patients
diagnosed with MCl and
their aged-matched
controls.

Aim 2: Explore associations
between the composition

of the oral microbiome,
systemic inflammation,
neuroinflammation, and the
presence of MCI.




Methods

Comparative descriptive N =68
design: ® Two groups (MCl vs. Control)

e Soft tissue samples collected using sterile swabs

Oral Microbiome ® \/4 amplicons sequenced on a Miseq.

Systemic inflammatory
markers: CRP and LPS

PO sens ® AB42, total-Tau, and phospho-Tau
Y e Olink inflammation panel targeting 91 inflammatory markers




Gender
Male
Female

Current Smoker

No

Yes

Missing
Dentist

No

Yes

Missing

Brushed Teeth

Yes
No

Floss
Yes
No
Missing
Mouthwash
Yes
No
Missing
Antibiotics
Yes
No
Missing

Gingivitis
Yes
No

Control (N = 34)

n(%)

25(73.5)
9(26.5)
0

34 (100)
0

29(85.3)
5(14.7)
0

22 (64.7)
35.3)
0

5(14.7)
29 (85.3)

MCI (N = 34)

n(%)

17 (50)
15(44.1)
2(5.9)

6(17.7)
27 (79.4)
1(2.9)

1(2.9)
33(97.1)

Results



Overall Taxonomic Composition

Cognitive Healthy
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Diffel’ential Pasteurellacae more abundant among MCI-AD
Abundance Lautropia Mirabilis more abundant among Controls

Differsntial:Abuntance of, Prstrurelinces Differential Abundance of Lautropia Mirabilis
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Association between
microbiome features
and neuromitlammatory
markers

Pasteurellacae

-0.081

-0.078

L. mirabilis

-0.128

0213

0.087

-0.201

-0.070

-0.015




Limitations

No clinical
Oral Oral

diagnosis of Limited sample

microbiome microbiome

. ) size
sampling resolution

oral
health/disease




Conclusion

- There is evidence for:
«An oral microbiome association with MCI

«An association between the oral
microbiome and neuroinflammation



